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Genome
sequencing of Rigidoporus
microporus provides insights
on genes important for wood
decay, latex tolerance
and interspecific fungal
Interactions

Abbot O. Oghenekaro®, Andriy Kovalchuk, Tommaso Raffaello, Susana Camarero,
Markus Gressler, Bernard Henrissat(, Juna Lee, Mengxia Liu, Angel T. Martinez,

Otto Miettinen, Sirma Mihaltcheva, Jasmyn Pangilinan, Fei Ren, Robert Riley,
Francisco Javier Ruiz-Duefias(®, Ana Serrano, Michael R. Thon®, Zilan Wen, Zhen Zeng,
Kerrie Barry, Igor V. Grigoriev(, Francis Martin & Fred O. Asiegbu

Correction to: Scientific Reports https://doi.org/10.1038/s41598-020-62150-4, published online 23 March 2020.
The original version of this Article contained errors in the author affiliations.

Otto Miettinen was incorrectly affiliated with ‘Department of Plant and Microbial Biology, University of Cali-
fornia Berkeley, Berkeley, CA, 94,720, USA The correct affiliation is listed below.

Mycology Unit, Botanical Museum, Finnish Museum of Natural History, University of Helsinki, P.O. Box 7,
Helsinki, Finland.

Fei Ren was incorrectly affiliated with ‘Mycology Unit, Botanical Museum, Finnish Museum of Natural History,
University of Helsinki, P.O. Box 7, Helsinki, Finland’ The correct affiliations are listed below.

Faculty of Agriculture and Forestry, Department of Forest Sciences, University of Helsinki, P.O. Box 27, FIN-
00014, Helsinki, Finland.
Forestry experiment center of north China, Chinese Academy of Forestry, 102300, Beijing, China.

Michael R. Thon was incorrectly affiliated with ‘Forestry experiment center of north China, Chinese Academy
of Forestry, 102300, Beijing, China. The correct affiliation is listed below.

Universidad de Salamanca, Instituto Hispano-Luso de Investigaciones Agrarias (CIALE), Villamayor, Spain.

Igor V. Grigoriev was incorrectly affiliated with ‘Universidad de Salamanca, Instituto Hispano-Luso de Investi-
gaciones Agrarias (CIALE), Villamayor, Spain. The correct affiliations are listed below.

US Department of Energy Joint Genome Institute, Lawrence Berkeley National Laboratory, 1 Cyclotron Road,
Berkeley, CA, 94720, USA.
Department of Plant and Microbial Biology, University of California Berkeley, Berkeley, CA, 94720, USA.

These errors have now been corrected in the PDF and HTML versions of the Article.
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Open Access This article is licensed under a Creative Commons Attribution 4.0 International

= License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the
Creative Commons licence, and indicate if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the
material. If material is not included in the article’s Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.
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